The tables described below are available as separate downloadable files.
Supplementary Tables 1-3:
These tables provide the peptide spectrum matching information obtained from SEQUEST searches for all of the purifications used to create Figure 1 . The tables are separated into the purifications for the core RNAPII subunits (Supplementary Table 1) , purifications for associated proteins that interact with an RNAPII complex containing Rpb4/Rpb7 (Supplementary Table 2) , and purifications for associated proteins that interact with an RNAPII complex that is depleted in Rpb4/Rpb7 (Supplementary Table 3 Proteins' column provides information about peptides that may be attributed to more than one protein. These values were used for hierarchical clustering analysis that is shown in Figure 1 . 
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